eLife's transparent reporting form
We encourage authors to provide detailed information within their submission to facilitate the interpretation and replication of experiments. If you have any questions, please contact us: editorial@elifesciences.org.
Sample-size estimation
• Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
The sample sizes for the experiments are given in the Figure Legends . Sample sizes were not computed in advance since there was no reasonable way to estimate the anticipated effect size.
The number of replicates is provided for each experiment in the corresponding figure legend and in the methods. Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
(For large datasets, or papers with a very large number of statistical tests, you may upload a single table file with tests, Ns, etc., with reference to page numbers in the manuscript.)
Group allocation
• Indicate how samples were allocated into experimental groups (in the case of clinical studies, please specify allocation to treatment method); if randomization was used, please also state if restricted randomization was applied • Indicate if masking was used during group allocation, data collection and/or data analysis Please outline where this information can be found within the submission (e.g., sections or figure legends), or explain why this information doesn't apply to your submission:
Additional data files ("source data") • We encourage you to upload relevant additional data files, such as numerical data that are represented as a graph in a figure, or as a summary table
Information about statistical tests used and results from statistical tests for relevant comparisons are provided in the figure legends and summarized in the methods. The N for each experiment is noted in the figure legend and definitions for the summary statistic (mean or median) and error bars (standard deviation) is noted in each figure legend. Statistical significance levels are defined in each legend. • Where provided, these should be in the most useful format, and they can be uploaded as "Source data" files linked to a main figure or table • Include model definition files including the full list of parameters used • Include code used for data analysis (e.g., R, MatLab) • Avoid stating that data files are "available upon request" Please indicate the figures or tables for which source data files have been provided: Not Applicable. All data collected has been provided in Supplementary tables 1-5. Code for cilia quantitation has been uploaded to Github (https://github.com/mkinnebr/lipids-HH) and the link provided in the methods.
